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<400> 1 

aaggtcggct gctgagccag ggcgtgtctc ccggagg^ct gtgggctgcc aggatcccca 60 
cctctctgca atgggctgcc caggctgacc agccggttfcc tgctggaagc tcctggtctg 120 
atctggggat acc atg tec aag ccc ccc gac eta ctg ctg egg ctg etc 169 
Met Ser Lys Pro Pro Asp Lei\ Leu Leu Arg Leu Leu 
1 5 \ 10 
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egg ggc gcc cca agg ckg egg gtc tgc acc ctg ttc ate ate gge tte 217 
Arg Gly Ala Pro Arg Glh Arg Val Cys Thr Leu Phe lie lie Gly Phe 

15 \ 20 25 

aag ttc acg ttt tte gtc\ tee ate atg ate tac tgg eae gtt gtg gga 265 
Lys Phe Thr Phe Phe Vallser lie Met lie Tyr Trp His Val Val Gly 

30 1 35 40 

gag eec aag gag aaa ggg Icag cte tat aac ctg cca gea gag ate ccc 313 
Glu Pro Lys Glu Lys Gly ^In Leu Tyr Asn Leu Pro Ala Glu lie Pro 
45 50 \ 55 60 

tgc cce ace ttg aca ccc etc ace cca ccc tec eae ggc ccc act cca 361 
Cys Pro Thr Leu Thr Pro Pro Thr Pro Pro Ser His Gly Pro Thr Pro 

65 \ 70 75 

ggc aac ate tte ttc ctg gag\ act tea gac egg acc aac ccc aac tte 409 
Gly Asn lie Phe Phe Leu Gliy\T/hr Ser Asp Arg Thr Asn Pro Asn Phe 

80 \ 85 90 

ctg ttc atg tgc teg gtg gag ticg gcc gcc aga act cae ccc gaa tec 457 
Leu Phe Met Cys Ser Val Glu Ser Ala Ala Arg Thr His Pro Glu Ser 

95 IQO 105 

cae gtg ctg gtc ctg atg aaa gg4 ctt eeg ggt ggc aac gcc tct ctg 505 
His Val Leu Val Leu Met Lys Gly\ Leu Pro Gly Gly Asn Ala Ser Leu 

110 115 \ 120 

ccc egg cae ctg ggc ate tea ctt ^tg age tgc ttc ccg aat gtc cag 553 
Pro Arg His Leu Gly lie Ser Leu Lteu Ser Cys Phe Pro Asn Val Gin 
125 130 \ 135 140 

atg etc ccg ctg gac ctg egg gag ctii tte egg gac aca ccc ctg gcc 601 
Met Leu Pro Leu Asp Leu Arg Glu Leu\phe Arg Asp Thr Pro Leu Ala 

145 VsO 155 

gac tgg tac gcg gee gtg cag ggg cge ijag gag ccc tac ctg ctg ccc 649 
Asp Trp Tyr Ala Ala Val Gin Gly Arg Tip Glu Pro Tyr Leu Leu Pro 

160 165 \ 170 

gtg etc tec gac gcc tec agg ate gca cteXatg tgg aag tte ggc ggc 697 
Val Leu Ser Asp Ala Ser Arg lie Ala Leu Met Trp Lys Phe Gly Gly 

175 180 \ 185 

ate tac ctg gac acg gac tte att gtt etc aag aac ctg egg aac ctg 745 
lie Tyr Leu Asp Thr Asp Phe lie Val Leu Ly^ Asn Leu Arg Asn Leu 
190 195 \ 200 
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acc aac gtg ctg ggc ^cc cag tec cgc tac gtc etc aac ggc gcg ttc 793 
Thr Asn Val Leu Gly Thr Gin Ser Arg Tyr Val Leu Asn Gly Ala Phe 
205 310 215 220 

ctg gcc ttc gag cgc egg cac gag ttc atg gcg ctg tgc atg egg gac 841 
Leu Ala Phe Glu Arg Arg His Glu Phe Met Ala Leu Cys Met Arg Asp 

225 \ 230 235 

ttc gtg gac cac tac aac Vgc tgg ate tgg ggt cac cag ggc ccg cag 889 
Phe Val Asp His Tyr Asn GUy Trp lie Trp Gly His Gin Gly Pro Gin 

240 \ 245 250 

ctg etc acg egg gtc ttc aa^aag tgg tgt tec ate cgc age ctg gcc 937 
Leu Leu Thr Arg Val Phe Lys ViY^ ^^P Arg Ser Leu Ala 

255 ^60 265 

gag age cgc gcc tgc cgc ggc pBc^acc acc ctg cec ect gag gcc ttc 98 5 
Glu Ser Arg Ala Cys Arg Gly Val Thr Thr Leu Pro Pro Glu Ala Phe 

270 275 \ 280 

tac cec ate cec tgg cag gac tgg ^aag aag tac ttt gag gac ate aac 1033 
Tyr Pro lie Pro Trp Gin Asp Trp ws Lys Tyr Phe Glu Asp lie Asn 
285 290 \ 295 300 

ccg gag gag ctg ccg egg ctg etc agr gee acc tat get gtc cac gtg 1081 
Hj Pro Glu Glu Leu Pro Arg Leu Leu Sen Ala Thr Tyr Ala Val His Val 

305 \310 315 

tgg aac aag aag age cag ggc acg egg ttc gag gee acg tec agg gca 1129 
Trp Asn Lys Lys Ser Gin Gly Thr Arg Rhe Glu Ala Thr Ser Arg Ala 

320 325 \ 330 

ctg ctg gee cag ctg cat gcc cgc tac tgic cec acg acg cac gag gcc 1177 
Leu Leu Ala Gin Leu His Ala Arg Tyr Cys Pro Thr Thr His Glu Ala 

335 340 \ 345 

atg aaa atg tac ttg tgaggggccc gecaggtcac cteeccaaec tgeteetgat 12 32 
Met Lys Met Tyr Leu 
350 

ggggeactgg gecgecctte ccggggagge aagattgaggXgeccgggaga gggaggcccg 12 92 
agctgecace gggcttagge aggctgttga ggagetgtgg gageaggece agtgggaggc 1352 
tgtggacacc ccgaggacag tgtcctgtct cgaggeaggg ctgaeacatg gtgceatagc 1412 
cagcggaggg cgcteagtga gtgccccggg ecttctagae aA:aggcagg aaggatgaac 1472 
etcagggcac ccccaggtgg tgeggaaage caggcagttg gge^^agaggt geccacgagg 1532 
geagaggceg gtgctaaggg gatggggaag aagggacaag attc^cagag aggagaggag 1592 
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gctgttggta ggaaagtggc agggctgggg gagacccagc 
gatgctttgt tcttttctgg tttl^^gttcc tctttcgcgg 
ggactgagtg gggcagaggc ccagdspgtgc cagcctgggg 
ttctgcccac cccatccttc ttcctd^tcca gagatgccag 
ccttccctca gacaggggct gggtgg^gag gctctttagg 
gaaaccccca ccctgccgcc cgcattataa acacaggaga 
gaccgactgt caaaaaaaaa aaa 197^ 



cccaagggtc cggggcggag 1652 
ggggtggggg aggtcaacag 1712 
agccgtttgg gggcagcccc 1772 
gggggcgtgt atgctctgcc 1832 
ctcaggagaa gcattttaaa 1892 
ataatcaata gaataaaagt 1952 



<210> 2 
<211> 353 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Met Ser Lys Pro Pro Asp Leu Leu Le^ Arg Leu Leu Arg Gly Ala Pro 

1 5 \ 10 15 

Arg Gin Arg Val Cys Thr Leu Phe lie \ lie Gly Phe Lys Phe Thr Phe 

20 25 \ 30 

Phe Val Ser lie Met lie Tyr Trp His val Val Gly Glu Pro Lys Glu 

35 40 \ 45 

Lys Gly Gin Leu Tyr Asn Leu Pro Ala gIu lie Pro Cys Pro Thr Leu 

50 55 \ 60 

Thr Pro Pro Thr Pro Pro Ser His Gly Pro^ Thr Pro Gly Asn lie Phe 
65 70 \ 75 80 

Phe Leu Glu Thr Ser Asp Arg Thr Asn Pro \Asn Phe Leu Phe Met Cys 

85 90 \ 95 

Ser Val Glu Ser Ala Ala Arg Thr His Pro (S^lu Ser His Val Leu Val 

100 105 \ 110 

Leu Met Lys Gly Leu Pro Gly Gly Asn Ala Se^* Leu Pro Arg His Leu 

115 120 \ 125 

Gly lie Ser Leu Leu Ser Cys Phe Pro Asn Val\Gln Met Leu Pro Leu 

130 135 \140 

Asp Leu Arg Glu Leu Phe Arg Asp Thr Pro Leu ^la Asp Trp Tyr Ala 
145 150 155 \ 160 

Ala Val Gin Gly Arg Trp Glu Pro Tyr Leu Leu P^o Val Leu Ser Asp 
165 170 \ 175 
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Ala Ser Arg lie Ala LeulMet Trp Lys Phe Gly Gly lie Tyr Leu Asp 

180 \ 185 190 

Thr Asp Phe lie Val Leu tjys Asn Leu Arg Asn Leu Thr Asn Val Leu 

195 \ 200 205 

Gly Thr Gin Ser Arg Tyr \n^l Leu Asn Gly Ala Phe Leu Ala Phe Glu 

210 21S5 220 

Arg Arg His Glu Phe Met Al^Leu Cys Met Arg Asp Phe Val Asp His 
225 230 \ 235 240 

Tyr Asn Gly Trp lie Trp GlWlALs Gin Gly Pro Gin Leu Leu Thr Arg 

245 250 255 

Val Phe Lys Lys Trp Cys Ser 11^ Arg Ser Leu Ala Glu Ser Arg Ala 

260 \ 265 270 

Cys Arg Gly Val Thr Thr Leu Pro\Pro Glu Ala Phe Tyr Pro lie Pro 

275 28o\ 285 

Trp Gin Asp Trp Lys Lys Tyr Phe Glu Asp lie Asn Pro Glu Glu Leu 

290 295 \ 300 

Pro Arg Leu Leu Ser Ala Thr Tyr A^a Val His Val Trp Asn Lys Lys 
305 310 \ 315 320 

Ser Gin Gly Thr Arg Phe Glu Ala Thr Ser Arg Ala Leu Leu Ala Gin 

325 \ 330 335 

Leu His Ala Arg Tyr Cys Pro Thr Thr \ His Glu Ala Met Lys Met Tyr 
340 345V 350 

Leu 
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